Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.040; wR factor = 0.110; data-to-parameter ratio = 13.1.
In the title molecule, C 22 H 19 NOS 2 , the piperidine ring adopts an envelope conformation with the benzyl substituent in an equatorial position. Each of the olefinic double bonds has an E configuration. The dihedral angle between the two thiophene rings is 1. 55 (18) . The thiophene rings form angles of 72.21 (14) and 73.43 (14) with the phenyl ring. Both thiophene rings are disordered over two orientations [occupancy ratios of 0.799 (1):0.201 (1)] at 180 from one another. In the crystal, weak intermolecular C-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á interactions help to stabilize the packing.
Related literature
For a related structure and applications of piperidone derivatives, see: Rajeswari et al. (2009) H atoms treated by a mixture of independent and constrained refinement Á max = 0.37 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg6 is the centroid of the C17-C22 ring. Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz þ 1; (ii) Àx; Ày þ 1; Àz.
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis RED (Oxford Diffraction, 2010); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009); software used to prepare material for publication: PLATON. Fig. 1 . The molecular structure of the title compound, showing the atom-numbering scheme and displacement ellipsoids drawn at the 30% probability level. H atoms are shown as small spheres of arbitrary radius. Both thiophene rings are disordered over two orientations (0.799 (1)/0.201 (1)). 
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Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Occ. (<1) S1A 0.18315 (9) 1.03620 (4) 0.61944 (5) (7) 0.0025 (6) 0.0017 (6) 0.0081 (6) C12A 0.0290 (9) 0.0229 (8) 0.0173 (7) 0.0048 (6) 0.0044 (6) 0.0090 (6) C13A 0.0308 (13) 0.0199 (11) 0.0208 (10) 0.0054 (10) 0.0040 (9) 0.0083 (9) C14A 0.0412 (7) 0.0237 (9) 0.0216 (10) 0.0030 (6) 0.0020 (5) 0.0046 (7) C15A 0.0285 (11) 0.0264 (11) 0.0248 (10) 0.0041 (10) 0.0016 (9) 0.0125 (11) C16 0.0254 (8) 0.0253 (8) 0.0193 (7) 0.0011 (6) −0.0047 (6) 0.0072 (6) C17 0.0258 (8) 0.0224 (7) 0.0147 (7) 0.0009 (6) −0.0047 (6) 0.0043 (6) C18 0.0234 (8) 0.0327 (9) 0.0225 (8) 0.0031 (7) −0.0017 (6) 0.0091 (7) C19 0.0292 (9) 0.0368 (9) 0.0244 (8) −0.0019 (7) −0.0007 (7) 0.0141 (7) C20 0.0406 (10) 0.0284 (8) 0.0251 (8) 0.0025 (7) −0.0032 (7) 0.0127 (7) C21 0.0360 (10) 0.0328 (9) 0.0286 (9) 0.0132 (8) 0.0037 (7) 0.0106 (7) C22 0.0295 (9) 0.0327 (9) 0.0219 (8) 0.0076 (7) 0.0054 (7) 0.0113 (7) (2) 0.0021 (2) 0.0046 (2) S1B 0.0376 (8) 0.0298 (7) 0.0286 (6) 0.0031 (6) 0.0043 (7) 0.0106 (5) S2B 0.0412 (7) 0.0237 (9) 0.0216 (10) 0.0030 (6) 0.0020 (5) 0.0046 (7) C13B 0.0308 (13) 0.0199 (11) 0.0208 (10) 0.0054 (10) 0.0040 (9) 0.0083 (9) (6) 0.0049 (7) 0.0098 (7) C12B 0.0290 (9) 0.0229 (8) 0.0173 (7) 0.0048 (6) 0.0044 (6) 0.0090 (6) C10B 0.0225 (10) 0.0219 (11) 0.0185 (12) −0.0006 (9) 0.0023 (8) 0.0025 (10) C15B 0.0285 (11) 0.0264 (11) 0.0248 (10) 0.0041 (10) 0.0016 (9) 0.0125 (11) Geometric parameters (Å, °) S1A-C8A 1.718 (3) C14B-C15B 1.30 (2) S1A-C9A 1.718 (3) C16-C17 1.507 (3) S1B-C9B 1.719 (10) C17-C18 1.397 (3) S1B-C8B 
Hydrogen-bond geometry (Å, °)
Cg6 is the centroid of the C17-C22 ring. 
